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TOM TAT

Muc tiéu: Khdo sdt bdt thudng di truyén va budc dau ddnh gid ddp ung diéu tri cGa cdc bat
thudng di truyén & bénh nhilo xé mi cdp dong tdy diéu tri tai Vién Huyét hoc - Truyén mdu Trung
uong

Déi tuong: 148 bénh nhi (BN) dugc chdn dodn Lo xé mi cdp dong tiy (AML); diéu tri va theo
déi tai Khoa Bénh mdu tré em, Vién Huyét hoc - Truyén mdu Trung uong.

Phuong phdp: Nghién ciu can thiép khéng cé nhém déi chiing, khéng ngéu nhién

Két qua: Tong cdng c6 148 bénh nhi AML & dé tuéi <16 da duoc nghién cuu. Cdc bdt thuong
nhiém sdc thé (NST) dugc quan sdt thdy & 70 BN (chiém 47,3%). Trong dé, bdt thudng vé cd s6
luong va cdu tric nhiém scc thé chiém ty lé cao nhdt (30 BN, 20,3%). Chuyén doan t (8;21) chiém
33,3%, bdt thuong -Y va trisomy 8 chiém ty 1€ lan lugt Ia 11,5% va 10,3%. Khi phdn tich véi 5 dét
bién gen bdng ky thudt PCR, ching t6i phdt hién 79 BN cé dot bién gen duong tinh. Trong dé,
dot bién AML-ETO la dét bién gen thudng gdp nhdt, 28,95%, dét bién FLT3-ITD duoc quan sdt véi
ty Ié khd cao 22 BN (14,17%). Dua trén dir liéu bat thuong NST va dét bién gen thu duoc, ching
téi chia thanh cdc nhém nguy co, nhém nguy co trung binh chiém da sé 56,8%, nhém BN nguy
co thdp va nguy co cao chiém ti Ié tuong tu' nhau lan lugt la 20,3% va 23,0%. Khi phdn tich thoi
gian séng thém toan bé (OS) va thai gian séng thém khéng tién trién (PFS) cda timg nhém nguy
ca, chiing t6i nhan thdy rdng OS va PFS ciia nhém nguy co thdp va trung binh cao hon ré rét so
véi nhdm nguy co cao vdip < 0,05.

Két luén: Trong 148 BN nghién ctiu, ching téi phdt hién bdt thudng NST &47,3% sé BN, dét
bién gen 653,37% s6 BN. t(8;21) la bdt thudng NST phé bién nhédt; AML-ETO va FLT3- ITD la 2 dot
bién gen gdp vdi ty Ié cao. Nhém BN nguy co trung binh chiém da s6 (56,8%). Nhém BN
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Subjects: 148 pediatric patients diagnosed with acute myeloid leukemia (AML) treated
at the Department of Pediatrics, National Institute of Hematology and Blood Transfusion.

Methods: Nonrandomized and interventional study without control group.

Results: A total of 148 AML patients aged <16 years were studied. Cytogenetic
abnormalities were observed in 70 patients (47,3%). In which combined structural and
numerical abnormalities accounted for the highest rate (30 patients, 20.3%). The t (8;21)
translocation accounted for 33,3%, Y chromosome loss (LOY) and trisomy 8 accounted for
a fairly high rate of 11,5% and 10,3%, respectively. Screening all the patients for 5 gene
mutations by PCR technique showed that 79 cases positive for at least 1 mutation. AML-
ETO mutation was the most common gene mutation and was found in 28,95% of all cases,
the FLT3-ITD mutation is observed in 22 patients (14.17%). Based on the classification of
genetic prognosis factor, the studied group were divided into 3 groups: the standard-risk
group accounted for the majority of 56,8%, the low-risk and high-risk groups accounted for
similar proportions (20,3% and 23,0%, respectively). Overall survival (OS) and Progression-
free survival (PFS) of each risk group were analyzed, OS and PFS of low- and intermediate-
risk groups were significantly higher than those of high-risk groups, and this difference was
completely statistically significant.

Conclusions: In 148 patients studied, we detected chromosomal abnormalitiesin 47,3%
of patients, gene mutations in 53,37% of patients. t(8,21) is the most common chromosomal
abnormality; AML-ETO and FLT3- ITD are two gene mutations encountered with a high rate.
The group of patients with moderate risk accounted for the majority (56,8%). The high-risk
group of patients had significantly lower OS and PFS than the other two groups with p=

0,046 and 0,035.

Keywords: genetic abnormalities, acute myeloid leukemia, NIHBT

I. DAT VAN DE

Lo xé mi cap la bénh 4c tinh phé bién nhat
G tré em, chiém khoang 30% sé cac ca bénh
ung thu mai dugc chan doan & BN duéi 16 tudi.
Vién Ung thu Quéc gia Hoa Ky bao cao ty 1é gan
7/1.000.000 tré em mac mdi mdi nam trong
khoang thai gian ttr 2014- 2020 va sé ca mac mdi
tang khoang 0,7% maoi nam [1]. Trong d6 Lo xé mi
cap dong lympho chiém khoang 75%, Lo x& mi
cap dong tay chiém khoang 20%, con lai la cac
thé khac hay cac dang hiém gap hon. Muc tiéu
cUa diéu tri Lo xé mi cap dong tdy & tré em la lui
bénh hoan toan, dich dén cudi cung khéi bénh.
Cac phac d6 hiéu qua nhat la stt dung phdi hop
cytarabine va anthracycline & giai doan tan cong
va cytarabine liéu cao va/ hodc ghép té bao goc
@ giai doan cling co. Két qua diéu tri bénh bach
cau dong tly cap tinh & tré em da dugc cai thién
rat 16n trong nhitng nam qua, tir khoang 35% &
nhing ndm 1950, dén hién tai ty |& lui bénh da
dat khodng 70-80%, tuy nhién ty |é tai phat con

kha cao, khoang 30%. Phan tang nhéom nguy co
dua trén cac bat thuong di truyén va dap ung vai
diéu tri tan céng cb vai trd quan trong trong viéc
Ién ké hoach, chién lugc diéu tri cho tiing ca thé
BN.

Trén co s do, chung tbéi thuc hién nghién
ctru: “Bat thuong di truyén va mai lién quan dén
dap ung diéu tri 8 bénh nhi Lo x& mi cap dong
tay tai Vién Huyét hoc -Truyén mau Trung uong”.

1. DOI TUGNG VA PHUONG PHAP NGHIEN CUU

2.1. Béi tuong

148 BN dugc chan doan mdi Lo xé mi cap
dong tuy tai Vién Huyét hoc- Truyén mau Trung
uong trong thaoi gian tur thang 1 nam 2019 dén
thang 12 nam 2022.

2.2. Phuong phdp

Thiét ké nghién ctu: nghién clu can thiép
khéng c6 nhom doi ching, khdng ngau nhién.
Tiéu chudn lua chon la cac BN dudi 16 tudi, dugc
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chan doan Lo xé mi cap dong tly theo tiéu
chuan cia WHO 2016 [2], gia dinh BN chdp nhan
diéu tri hoa chat va tu nguyén déng y tham gia
nghién ctu. Tiéu chuan loai trir gém nhiing BN
khéng diéu tri hda chat, Lo xé mi cap thi phat,
Lo xé mi cap ki€u hinh hén hop (MPAL), BN c6
cac bénh ly di truyén bam sinh di kém nhu hoi
chiing Down, Fanconi... Tat ca cac BN dugc lam
xét nghiém chan doan xac dinh; phan tich di

truyén dé xac dinh bat thudng nhiém sac thé va
phan tich dét bién gen bang phuong phap phan
Ung chudi polymerase (PCR) véi 5 dot bién gen
NPM1, FLT3-ITD, FLT3-TKD, AML-ETO, CBFB; diéu
tri héa chat; danh gia tinh trang lui bénh va theo
déi sau diéu tri. Nghién ctu da dugc Hoi dong
dao duc cta Vién Huyét hoc- Truyén mau Trung
uong phé duyét.

2.3. So dé nghién ciru
Bénh nhan AML méi
chan doan (n = 148)
|
\4 v
Phan tich Phan tich
nhiém sic thé gen/PCR
| |
v
Phéan nhém nguy co
|
v v
Nguy co cao Nguy co trung binh Nguy co thap

Y

Theo dai dap tng diéu tri

Hinh 1. So d6 nghién ctu

I1l. KET QUA NGHIEN CUU

3.1. Ddc diém chung cia nhém BN nghién ciu

Gioi

43.90%

= Nam = Nir

Hinh 2. Ty |é gi&i nhém nghién cltu
Nhdn xét: Ti 1é BN nam I6n hon ti 1é BN n(, ti 1é nam /nii 1a 1,2/1 (83/65)
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Bang 1. Tudi tai thai diém chan doan:

Nhém tudi S6 BN Tile (%)
<5 tudi 36 24,3%
5 dén < 10 tudi 53 35,8%
2 10 tudi 1(0,7) 2(1,4)
59 39,9% 13(9,6)
Tudi trung binh (n=148) 84+472

Nhdn xét: Nhom BN =10 tudi chiém ti 1é cao nhat véi 39,9%, nhom <5 tudi chiém ti lé thap nhat
VGi 24,3%.
Thé bénh lam sang theo FAB:

Thé 1am sang theo FAB
1.35%

1.35%
5A41% 10.14%

4.05%

6.08% = M2
= M4-EO
= M5A
= M5B
= M6
= M7

Hinh 3. Ty |é thé bénh Ig x& mi cap clia nhém nghién cdu
Nhdn xét: Trong 148 BN nghién ctiu, ty 1& BN chan doan La xé mi cap dong tly thé M4 va M2 chiém
ty 1& cao nhat lan luct la 36,49% va 35,14%. Cac thé M6, M7 la nhiing thé Lo xé mi cap dong tay hiém
gap véity lé tuong ting la 1,35% (2 BN). Bén canh d, trong nghién cttu chiing t6i cling quan sat thay
9 BN chan doan Lo xé mi cip thé M4-eo (chiém ty 1& 6,08%)

= M1

3.2. Két qud phan tich nhiém sdc thé
Két qua phan tich nhiém sic thé

= Mitose 4m tinh

' = Binh thuong
= Bét thudng céu tric
= Bit thuong s6 luong
= Bit thuong ca cAu tric

va sO luong
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Nhdn xét: Cong thuc nhiém sac thé da dugc phan tich & tat ca cac BN (n=148). Trong s6 148 BN,
cac bat thuong NST dugc quan sat thay & 70 BN (chiém 47,3%). Trong dé, bat thudng vé ca s6 lugng
va cau truc nhiém sac thé chiém ty |é cao nhat (30 BN, 20,3%), ti€p theo la bat thudng vé cau tric (25
BN, 16,9%). Cac bat thudng vé s6 lugng it gap hon(15 BN, 10,5%). Trong nhom c6 bat thudng ca cau
trdc va s6 luong, ching t6i nhan thay t(8;21) két hop véi -Y kha phé bién véi 11 trudng hgp (chiém
7,4% t6ng s6 BN)

S6 lwong bit thwong di truyén phat hién dwoc
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Bi€u dd 1. Ty lé bat thudng di truyén té bao khi phan tich NST
Nhdn xét: Trong nhom c6 bat thudng NST, bat thudng phd bién nhat 1a t(8;21) chiém 33,3%, bat
thudng tha hai va ba dugc quan sat thay lan lugt la -Y (chiém 11,5%) va trisomy 8 (chiém 10,3%).
Bat thudng di truyén phuic tap chiém 6,9%. Trong nghién ctiu ctia ching téi, rat nhiéu cac kiéu bat
thudng di truyén khong dién hinh da dugc quan sat vi du nhu del(7q), -7, del(5q), del(11p), -X, ...
chiém ty lé thap khoang 1-2%.

3.3. Két qud phdan tich dét bién gen

Dot bién gen
3.95% . 0.66%

T
6.58% “

Hinh 4. K&t qua phan tich dét bién gen trén nhom BN nghién ctu
Nhdn xét: Trong tong s6 148 BN duac lam xét nghiém véi 5 dét bién gen bang ky thuat PCR, ching
t6i phat hién 79 BN c6 duong tinh véi it nhat 1 dot bién, trong d6 cé 4 BN duang tinh véi 2 dot bién
va c6 69 BN cho két qua gen am tinh vai ca 5 dot bién (45,39%). Trong do, dot bién AML-ETO la dot
bién gen thudng gap nhat, véi biéu hién & 44 BN (28,95%). Su két hgp dong thai gitta AML-ETO va dot
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bién FLT3-ITD quan sat thay trén 4 BN. D6t bién FLT3-ITD la mot dot bién tién lugng xau, dugc quan
sat vdi ty 1é kha cao 22 BN (14,17%). D6t bién gen CBFB-MYH11 dugc phat hién & 7% va FLT3-TKD &
4% BN nghién cuu.

3.4. Phdn nhém nguy co
Phan nhém nguy co

23.0% 203% " Nguy co thip

= Nguy co trung
binh

= Nguy co cao

56.8%

Nhan xét: Nnom BN nguy co trung binh chiém da s6 (84 BN - 56,8%), nhém BN nguy co thap va
nguy ca cao chiém ti lé tuong tu nhau (lan lugt 30 BN - 20,3% va 34 BN - 23,0%).

3.5. Méi lién quan giita nhém nguy co va két qua diéu tri
3.5.1.Bdnh gid ddp tng diéu tri ctia timg nhém nguy co

Bang 2. Danh gia dap ung sau 1 chu ki diéu tri cla cdc nhém nguy co

Pap ung
Nhém nguy co Khéng dap img/  Luibénh  Luibénh Téng P
td vong mét phan  hoan toan
Nguy co thap, trung binh 10 (8,8%) 18 (15,8%) 86 (75,4%) 114 0,024
Nguy co cao 8(23,5%) 8(23,5%) 18 (53,0%) 34
Téng 18 (12,2%) 26 (17,6%) 104 (70,3%) 148

Nhdn xét: Nndm nguy co cao c6 ti lé lui bénh hoan toan thap hon va ti 1é khong dap (ing /tir vong
cao hon so v&i nhdm nguy co thap, trung binh. Su khac biét nay la ¢ y nghia théng ké (p=0,024)
Bang 3. Dép Uing sau két thuc phac dé clia cdc nhém nguy co

Pap ung
Nhém nguy co Khong déping/  Luibénh  Luibénh Téng p
ti vong moét phan  hoan toan
Nguy co thap, trung binh 23 (20,2%) 1(0,9%) 90 (78,9%) 114 0,358
Nguy co cao 11 (32,4%) 0(0,0%) 23 (67,6%) 34
Téng 18 (12,2%) 26 (17,6%) 104 (70,3%) 148

Nhdn xét: Nhdm nguy co cao c6 ti 1é lui bénh hoan toan thap hon va ti [é khong dap (ng/tlr vong
cao hon so vGi nhém nguy co thap, trung binh. Tuy nhién su khac biét nay la khong cé y nghia thong
ké (p=0,358).
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3.5.2. Thai gian séng thém cta nhém nghién cau
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Nhdn xét: Thai gian s6ng thém toan bo (OS)
trung binh uéc tinh la 33,4 = 1,7 thang (95%
Confidence interval (Cl: 30,0-36,8). Thai gian
theo déi trung binh la 27 thang. Xac suat séng
con tai thai diém 12, 24, 36, 48 thang lan luat |a
0,80; 0,64; 0,551; 0,49.

I Sunvival Function
1.09 —+= Censared

0.8

0.67)
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0.29

Ti 1¢ s6ng thém bénh khéng tién trién

0.0

12‘0 2:1‘ 0 35‘ 0 ABI 0
Théi gian (thang)

.

Nhdn xét: Thai gian séng thém khéng tién
trién (PFS) udc tinh ctia nhom BN la 31,4 + 1,8
thang (95% CI: 27,9 - 35,0). Thai gian theo doi
trung binh la 26 thang. Xac suat séng thém
khoéng tién trién tai thai diém 12, 24, 36, 48 thang
lan lugt 1a 0,75; 0,55; 0,53; 0,49.
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3.5.3. Méi tuong quan giita cdc nhém nguy co va
thoi gian séng
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Nhan xét: Trong 12 thang dau tién, ti 1é séng
con clia 2 nhédm nhin chung khong c6 nhiéu su
khac biét. TU sau 12 théang, ti [& séng con cua
nhom nguy co thap/trung binh cao hon r6 rét so
véi nhdm nguy ca cao, su khac biét nay la cd y
nghia théng ké (p=0,046).
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Nhdn xét: Trong 12 thang dau, ti 1é séng thém
bénh khong tién trién ctia 2 nhém BN kha tuang
déng. Tirsau 12 thang, ti séng thém bénh khong
tién trién ctia nhom BN nguy co thap/trung binh
cao han ro rét so véi nhdm nguy ca cao. Su khac
biét vé thai gian séng thém khong tién trién gilta
cac nhém la cé y nghia thong ké (p=0,035).
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IV.BAN LUAN

Trong nghién cdu clia chang t6i, ty 1é BN
nam/ni mac AML la khoang 1,2/1, két qua nay
cling tuong tu véi nhiéu bao cao ty 1é mac AML
chiém uu thé & nam giéi[3]. AML dugc chan doan
& do6 tudi trung binh la 8,4 tudi, cao han so vdi
cac nghién ctu vai dé tudi trung binh la 6 tudi
khi dugc chdn doan[4]. Trong phan nhom chan
doan, Lo xé mi cdp dong tdy thé M4 va M2 chiém
ty & cao nhat lan luot la 36,49% va 35,14%. Cac
thé M6, M7 la nhiing thé L xé mi cap dong tay
hiém gap vdi ty 1é tuong ting la 1,35% (2 BN). Bén
canh d¢, trong nghién ctiu ching t6i cling quan
sat thady 9 BN chan doan thé M4-eo (chiém ty lé
6,08%)

Phan tich di truyén té bao da tr& thanh xét
nghiém quan trong trong chan doan va diéu tri
Lo xé mi cap dong tdy. 8 chuyén doan va dao
doan can bang, va cac bién thé cta chung, da
dugc dua vao danh muc“AML véi cac bat thudng
di truyén tai dién” cia WHO[5]. Trong nghién ctu
cUa chung t6i, 148 BN déu dugc lam xét nghiém
phan tich nhiém sac thé, cac bat thudng nhiém
sac thé dugc quan satthdy 6 70 BN (chiém 47,3%).
Trong d6, bat thudng vé ca sé lugng va cau tric
nhiém sac thé chiém ty |é cao nhat (30 BN, 20,3%).
C6 thé thay tan suat dot bién di truyén trong AML
G tré em cao ro rét. Cling trong bat thudng ca cau
trdc va sé lugng, ching t6i nhan thay t(8;21) két
hap véi -Y kha phé bién 11 trudng hgp (chiém
7,4% téng s8 BN). Trong nhém c6 bat thudng di
truyén, t(8;21) chiém 33,3%, day la bat thudng
di truyén pho bién & tré em va nam trong nhém
nguy co thap[4, 5]. Bat thudng phé bién thit hai
va ba dugc quan sat thay lan lugt 1a -Y (chiém
11,5%) va trisomy 8 (chiém 10,3%). Két qua cla
chiing téi kha tuong déng véi nghién ciu cla
Tyagi va cong su [6]. Bat thudng di truyén phic
tap chiém 6,9%. Trong nghién ctiu clia ching toi,
rat nhiéu cac kiéu bat thudng di truyén khéng
dién hinh da dugc quan sat vi du nhu del(7q), -7,
del(5q), del(11p), -X, ...chiém ty |& thap khoang
1-2%. Cac bat thuong nhu -7/del(7q), del(5q)
thudng xuat hién & BN MDS[7]. Cac bat thuong
NST phtic tap va bat thudng NST léch béi nhu -8,
-16, -21...(loai tru trudng hop -X, -Y) cling dugc
xép vao nhém nguy ca cao[8].

Khi phan tich dét bién gen ctia 148 BN nghién
clu, véi 5 dot bién gen AML-ETO, NPM1, CBFB,
FLT3-ITD va FLT3-TKD, chudng t6i phat hién ra
79 truong hgp cé dot bién gen va cé 69 trudng
hop cho két qua gen am tinh vai cd 5 dét bién
(45,39%). Trong d6, dot bién AML-ETO la dot
bién gen thudng gap nhat, véi biéu hién 6 44 BN
(28,95%). Su két hop déng thai giita AML-ETO va
doét bién FLT3-ITD quan sét thay trén 4 BN. Dot
bién gen CBFB-MYH11 dugc phat hién & 7% BN
nghién ctu. AML-ETO va CBFB-MYH11 la mot yéu
t6 lién két c6t 16i (core binding factor-CBF) trong
bénh lo xé mi cap dong tay[9]. Nhiing bat thudng
nay dan dén réi loan chiic nang clia cac gen CBF,
mot yéu t6 phién ma c6 chdc nang nhu mot bo
diéu chinh thiét yéu clia qua trinh tao mau binh
thudng. Hai phan nhém nay dugc phan loai la
AML vGi cac bat thuong di truyén tai dién, va do
dé, chiing da dugc dua vao chan doan AML ngay
ca khi s6 s6 lugng blast mau nhé hon 20%][5]. Hai
dét bién nay dugc xép vao trong nhém nguy co
thapl5, 10]. Bén canh do, tat ca nhiing BN c6 t(8;21)
déu cho két qua AML-ETO duang tinh, tuy nhién
trong nghién ctu clia chung t6i cé 16 truong hop
gen AML-ETO duong tinh nhung khong phat hién
ra dot bién trén nhiém sac thé. Diéu nay clng
moét phan khang dinh vai trd quan trong clia xét
nghiém gen trong qua trinh chan doan. FLT3 la
mot tyrosine kinase dong vai trd phé bién trong
giai doan dau cla qua trinh phat trién kiém soat
su song sot, tang sinh va biét hoa clia cac té bao
tao mau thong qua cac con dudng truyén tin hiéu
khac nhau, bao gém PI3K, RAS va STAT5. Dot bién
trong cac thu thé nay kich hoat hoat déng FLT3
kinase dan dén AML, dét bién FLT3-ITD la mot
dot bién tién lugng xau, dugc quan sat vdi ty lé
kha cao 22 BN (14,17%) trong khi FLT3-TKD, dugc
phan loai theo nguy co trung binh, cé tan suat
thap hon (4%). Dot bién gen NPM1 la dét bién
nam trong nhdm nguy co thap phd bién & ngudi
I6n. Tuy nhién tan suat gap dot bién gen nay trong
AML & tré em lai thap va khdng nam trong nhom
nguy cd. Trong nghién cdiu clia chung téi chi gap
1 trudng hgp duaong tinh[10].

Nghién cttu ctia chung t6i tap trung vao cac
bat thudng nhiém sic thé, dot bién gen va phan
tich vai tro cla chung trong phan tang nguy
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co, tién lugng diéu tri bénh AML & tré em. Dua
trén dir liéu cac bat thudng di truyén va gen tim
dugc, chung t6i phan nhém BN vao cdc nhom
nguy cd thap, trung binh va cao. Trong 148 BN
chia vao 3 nhém, nhém BN nguy ca trung binh
chiém da s6 (84 BN - 56,8%), nhom BN nguy co
thap va nguy co cao chiém ti I& tuong tu nhau
(Ian luot 30 BN - 20,3% va 34 BN - 23,0%). Danh
gia dap ung sau dot diéu tri hoa chat dau tién,
nhém nguy co cao ¢6 ti 1€ lui bénh hoan toan
thap hon va tilé khong lui bénh/tlrvong cao hon
dang ké so v&i nhém nguy co thap, trung binh,
su khdac biét nay la c6 y nghia thong ké (p=0,024),
tuy nhién dén khi két thuc toan bo phac dé diéu
tri thi su khac biét lai chua cé y nghia thong ké.
DPé nghién cutu ky hon vé vai trd clia cdc nhom
nguy co vaGi dap ung diéu tri, ching toi theo doi
thém thai gian séng thém toan bé va thai gian
s6ng thém bénh khong tién trién clia tiing nhdm
nghién ctu. Ching t6i nhan thdy rang trong 12
thang dau tién, OS va PFS clia cac nhém khéng

c6 nhiéu su khac biét. Tir sau 12 thang, OS va PFS
cia nhom nguy ca thap va trung binh cao han ré
rét so véi nhédm nguy co cao, va su khac biét nay
c6 y nghia théng ké. K&t qua clia chung téi cling
tuong Ung vai nhiéu nghién clu cla cac tac gia
trén thé gidi[10]. Diéu nay da khang dinh thém
vai tro cla viéc phan tang nguy co trong diéu tri
AML & tré em, gitp tién lugng dap ung diéu triva
kha nang tai phat cia bénh, tir d6 gilip ching ta
c6 thé dinh hudng ghép té€ bao géc hodc hudng
diéu tri thuéc mai cho BN[10].

Khi quan sét thoi gian séng thém toan bo (OS)
va thai gian séng thém khong tién trién (PFS) &
tat ca cdc nhom BN. PFS udc tinh cia nhém BN
la 31,4 £ 1,8 thang (95% Cl: 27,9 — 35,0), vGi thai
gian theo doi trung binh la 26 thang va OS trung
binh uéc tinh la 33,4 £ 1,7 thang (95% Cl: 30,0
- 36,8) véi thai gian theo doéi trung binh la 27
thang. Day la mét két qua rat dang khich 1é trong
diéu tri AML & tré em tai Viét Nam.

Nhoém nghién ciu Tén Nghién citu Thai gian BN (N) EFS (%) 0S (%) Tai phat (%)
AML-BFM AML-BFM 2012 2012-2018 324 5nam 5nam 22
(65+3) (82+3)
CoG AAMLO3P1[15] 2003-2005 340 3 nam 3 nam 33+6
53+6 66+5
AAMLO531[16] 2006-2010 1022 3 nam 3 nam 32,8vs.41,3
53,1vs.46,9 69,4 vs.654
AAML1031 2011-2016 1097 3 nam 3 nam 47,2
[17] 459+3 654+3
MRC MRC AML12[12] 1995-2002 564 10 nam (54) 10 nam (63) 32
NOPHO NOPHO AML 2004  2004-2009 151 3 nam 3 nam 30
[13],[14] 575 69+5
PPLLSG PPLLSG AML- 1998-2002 195 5nam 5 nam 24
98[19] 46 +5 53+5
Nghién cttu cta ching toi 2019-2022 148 3 nam 3 nam 21,3
53,1% 55%

AML-BFM (Berlin, Frankfurt, Minster), COG (Childhood Oncology Group), NOPHO (Nordic Society
for Pediatric Hematology and Oncology), MRC (Medical Research Council), PPLLSG (Polish Pediatric
Leukemia/Lymphoma Study Group), SJCRH (St. Jude Children’s Research Hospital).
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- Trong 148 BN nghién clu, ching t6i phat
hién bat thuong NST & 70 BN (chiém 47,3%), dot
bién gen phat hién & 79 BN( chiém 53,37%).

- B4t thudng NST phd bién nhat la t(8;21),
chiém 33,3%.

- AML-ETO la dét bién gen thudng gap nhat,
véi biéu hién & 44 BN (28,95%), dot bién FLT3-ITD
dugc quan sat thay & 22 BN (14,17%).

- Nhém BN nguy co trung binh chiém da s6
(84 BN - 56,8%), nhom BN nguy ca thap va nguy
co cao chiém ti lé tuong tu nhau (lan lugt 30 BN
- 20,3% va 34 BN - 23,0%).

- Nhém nguy co cao c6 OS va PFS thap hon rd
rét so v&i 2 nhém con lai véi p= 0,046 va 0,035.
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